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Honey bees (Apis mellifera L.) are essential to alfalfa (Medicago sativa L.) seed production in 
California.  It is well known that honey bees will forage up to several miles from their hive.  A range 
finding study was conducted to determine the extent of potential gene flow between alfalfa cultivars 
within the foraging range of honey bees.  The study was conducted as a federally regulated study using 
the roundup resistance (RR) trait as a marker source.  This source was located 6.2 miles from any 
commercial alfalfa seed production.  Trap plots were located at regular intervals to both the East and 
West of the source plot starting 900 feet to a distance of 2.5 miles.  A very low frequency of gene flow 
could be detected at 2.5 miles.  In this study, gene flow was less than 0.5 % at a distance of one mile.  
The RR trait has now been completely deregulated and a larger study has been funded and will be 
conduced in the San Joaquin Valley of California starting in 2006.  This study will look at both 
bridged and unbridged gene flow out to distances of 5 miles.  A second study will examine the 
potential for gene flow from forage producing fields into adjacent seed production fields.  From each 
of these studies we expect to be able to examine honey bee pollinator behavior and devised potential 
strategies for monitoring and minimizing gene flow during seed production. 
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